STIC Biotechnology Systems Branch 
CRF Problem Report 

The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) experienced a problem when processing the following computer 
readable form (CRF): 

Application Serial Number: / 0/1 oS] y<X\ 
Filing Date: [ iXfllj/^f 

Date Processed by STIC: I ^ hfvQ> 

STIC Contact: Mark Spencer: Telephone: 571-272-2510; Fax: 571-273-0221 
Nature of CRF Problem: 

(circle one) Damaged or Unreadable (for Unreadable, see attached) 

Blank (no files on CRF) (see attached) 

Empty file (filename present, but no bytes in file) (see attached) 

Wrong file saved to CRF (invention title, docket number, or applicant(s) do not 

match those in official application) (see attached) 
Not saved in ASCII text 

/ Sequence Listing was embedded in the file. According to Sequence Rules, 

7 submitted file should only be the Sequence Listing. 
Did not contain a Sequence Listing, (see attached sample) 
Other: 



PLEASE USE THE CHECKER VERSION 4.4,0 PROGRAM TO REDUCE ERRORS. 
SEE BELOW FOR ADDRESS: 

http:/www.uspto.gov/web/offices/pac/checker/chkrnote.htm 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry, Federal Express, United Parcel Service, or other delivery service (EFFECTIVE 01/14/05): 

U.S. Patent and Trademark Office, Mail Stop Sequence, Customer Window, Randolph Building, 401 Dulany Street, 
Alexandria, V A 22314 



Revised 01/20/06 



□CProjectDataDDDDS Increasing Ionization Efficiency in Mass 
SpectrometryD10991588-2Dl0/785, 621D2004-02- 

2 3aDDPRTDDDDDyyaDDaCProteinlSequenceDDDDDV3 . 3DSEQIDlDArtif icial 
SequenceDKAKADnnDDann^ 

□CComment FeatureDDDDDDPRTDDDDDDDDDDDDDDDDDDD€DDDDDV3 . 3DSEQID2DArt i f icial 
Sequence 

KGGGKGGGKDDDDDDDDDARNDBCQEZGHILKMFPSTWYVXDaDDaPRTDDDDDaDDaDDC 
□□□□DPRTDDDDDDDDDDyyyyDDDDD€DDDDDV3 . 3DSEQID3DArt if icial Sequence 

□□□□□PRTDDDDD0DDDDDDaDDDDD[]€aDDDDV3 . 3DSEQID4DArtif icial 
SequenceDXGXGXGDDDC 



□COtherFeature 

□□□□VAR I ANTDX =N -TRIMETHYL LYS I NED 1 D 1 □□□□□□□□□□□□□€ 
DDDDVAR I ANTDX=N - TR I METHYL LYS INED3D3 □□□□□□□□□□□□□€ 
□□□□VAR I ANTDX =N - TR I METHYL 

LYS I NED5 D 5 DDDDDDDDDDDDD0DDDCDDDDDV3 . 3DSEQID5DArt if icial 

LYSINEDlDl DDDDDDDDDDDDD€DDDDDVAR I ANTDX =N - TR I ME TH YL 
LYS I NED4 D4 □DDDDDDDDDDDDCDDDDDVAR I ANTDX =N - TR I METHYL 

L YS I NED7 D 7 □□DDDD0DDDDDDD0DDCDDDDDV3 . 3DSEQID6DArt if icial Sequence IXLXVXGX 

7 DDDDDDDDDARNDBCQ E ZGH I L KM F P STW YVXDDDDDPRTODDDDDODDDDDDDDDDDDDDDO€DDODDD P RTDDDDDD 

□□□□□□□□□€DDDDDVariantDX-N-trimethyl lysineaiDiaDDDDDDaDDDDD€DDDDDVariantax=N- 

trimethyl lysineD3D3DDDDDDDDDDDDD€DODDDVariantDX=N- t rime thy 1 

lysineD5D5DDDmaDDDDDDD€DDnDDVariantDX=N-trimethyl 



DCOrgApplicantDDDDDDDDDDDDDAgilent Technologies , 

Inc . □□□□^□□□□ClndivAppl icantDDDDDDnDDDDDDJoelDMyersonDDDaDDyyDDDDCEarl ierAppl ic 
ationDDnDD09/583, 791D2000-05-31 






Please do not submit a Patentln ".prj" file. It is a "work-in-progress" file only; you will 
need to submit a generated Sequence Listing. To generate one, go to "Application Steps" 
on Patentln main menu. Click on "Generate Sequence Listing" and then click "Start" 
button. Patentln will validate each sequence; hopefully, you will see "Successful 
completion" in the white box above the "Start" button. 

You can then view the generated Sequence Listing by going to "Project" on main menu, 
and clicking on "View/Print Sequence Listing." A generated Patentln Sequence Listing 
will have an ".ST25" file extension. 

For further assistance, please contact Mark Spencer at 571-272-2510. 



